Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.005 Å; R factor = 0.021; wR factor = 0.051; data-to-parameter ratio = 10.5.
In the title complex, [Dy(C 7 H 3 NO 4 )(C 7 H 4 NO 4 )] n , one of the ligands is fully deprotonated while the second has lost only one H atom. Each Dy III ion is coordinated by six O atoms and two N atoms from two pyridine-2,6-dicarboxylate and two 6-carboxypicolinate ligands, displaying a bicapped trigonalprismatic geometry. The average Dy-O bond distance is 2.40 Å , some 0.1Å longer than the corresponding Ho-O distance in the isotypic holmium complex. Adjacent Dy III ions are linked by the pyridine-2,6-dicarboxylate ligands, forming a layer in (100). These layers are further connected bystacking interactions between neighboring pyridyl rings [centroid-centroid distance = 3.827 (3) Å ] and C-HÁ Á ÁO hydrogen-bonding interactions, assembling a three-dimensional supramolecular network. Within each layer, there are other -stacking interactions between neighboring pyridyl rings [centroid-centroid distance = 3.501 (2) Å ] and O-HÁ Á ÁO and C-HÁ Á ÁO hydrogen-bonding interactions, which further stabilize the structure.
Related literature
For the isotypic holmium analogue, see : Fernandes et al. (2001) . 
Experimental
Crystal data [Dy(C 7 Table 2 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2004 ); cell refinement: SAINT (Bruker, 2004) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEPIII (Burnett & Johnson, 1996) and PLATON (Spek, 2009) (Hong, 2007; Thallapally et al., 2008) . The synthesis of such species is often based on the self-assembly of suitable building blocks to give supramolecular networks constructed by coordination or/and hydrogen bonds or other weaker supromolecular interactions, such as π-π stacking interactions.
As a building block, the pyridine-2,6-dicarboxylic acid is a good ligand with multifunctional coordination sites providing intriguing architectures and topologies (Fernandes et al., 2001; Rafizadeh & Amani, 2006; Huang et al., 2008; Idrees et al., 2009) . Recently, we obtained the title coordination polymer, which was synthesized under hydrothermal conditions.
In the structure of the title compound ( Fig. 1) , one of the ligands is fully deprotonated while the second carries an OH group. Each Dy III centre is eight -coordinated by six oxygen atoms two N atoms from two pyridine-2,6-dicarboxylato and two 6-carboxypicolinato ligands, and can described as having a bicapped trigonal prismatic geometry with Dy-O distances and O-Dy-O angles ranging from 2.266 (2) Å to 2.513 (2) Å (Table 1 ) and 76.75.30 (8) %A to 153.60 (9) %A, respectively. It is of interest that the Dy···O and Dy···N distances are slightly longer than the corresponding values in the isostructural Ho complex (Fernandes et al., 2001) . Indeed the average Dy-O bond distance is 2.396 Å, some 0.1 Å longer than the corresponding distance (Ho-O = 2.385Å) in the isomorphous holmium complex as anticipated due to the lanthanide contraction. The pyridine-2,6-dicarboxylato ligands act as bridges linking adjacent Dy III metal centres into a layer parallel to the (1 0 0) plane. Within the layer, the 6-carboxypicolinato ligands are both hydrogen bond donors and hydrogen bond acceptors with O-H···O and C-H···O hydrogen bonding interactions stabilizing the crystal structure (Table  2 ). π-π stacking interactions (the centroid-centroid distance between neighboring pyridyl rings is 3.827 (3) Å) and C-H···O hydrogen bonding interactions connect those layers to produce a three-dimensional supramolecular motif (Fig. 2) . Other π-π stacking interactions between neighboring pyridyl rings are also present in each layer, the centroid-centroid distance is 3.501 (2) Å.
A mixture of Dy 2 O 3 (0.375 g; 1 mmol), pyridine-2,6-dicarboxylic acid (0.167 g; 1 mmol), water (10 ml) and HNO 3 (0.024 g; 0.385 mmol) was stirred vigorously for 20 min and then sealed in a Teflon-lined stainless-steel autoclave (20 ml, capacity).
The autoclave was heated and maintained at 433 K for 3 days, and then cooled to room temperature at 5 K h -1 to yield colorless block-like crystals.
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Refinement
The H atom of the 6-carboxypicolinate ligand was located in a difference Fourier map and refined with a distance restraint of O-H = 0.82 Å, and with U iso (H) = 1.5 U eq (O). H atoms attached to C were placed at calculated positions and were treated as riding on their parent atoms with C-H = 0.93 Å, and with U iso (H) = 1.2 U eq (C).
Figures Fig. 1 . The molecular structure showing the atomic-numbering scheme, with displacement ellipsoids drawn at the 30% probability level. Symmetry codes: (#1) x, 0.5-y, -0.5+z; (#2) -x, 0.5+y, 1.5-z. 1 restraint Extinction correction: none Primary atom site location: structure-invariant direct methods
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F
2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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